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Effect of F10 Gene on Expression of Proliferating Cell Nuclear Antigen and Cyclin D1
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Abstract;  [Objective] To study the effect of F10 on the activities of cell growth and to identify the function of FI0.
[Methods]  Eukaryotic expression vectors of F10 gene were constructed and pRc-CMV2-F10 plasmid was transfected and
recombined into the lung cancer cell line A549 by Lipofectamine 2000. The cell clone A549-F10 which stably expressed F10 gene
was obtained by detecting the mRNA expressing of F10 in G418-resistant clones. FEffecis of F10 gene on the activities of cell
growth were detected by MTT and flow cytometry. The expression of proliferating cell nuclear antigen (PCNA) and cyclin D1
were detected by immunohistochemistry. [Results] Expression of F10 gene were detected by G418-resistant transgenic clones.
The results of MTT and flow cytometry showed that F10 gene could promote cell proliferation. The expression of cyclin D1
and PCNA in AS549/F10 transplants were relatively high. [Conclusion] F10 gene promotes the cell proliferation by up-regulating
the expression of PCNA and cyclin D1.
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Table 2 Phasgs of cell life cycle of the two groups (F+s,n=35)
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24 733 105 184 78 x4 65 16+5
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72 53+4 18+5 31x4 76+ 5 7+5 17+4

Compared with the two groups 1) P<0.05
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Fig.3 48 h after pRe/CMV2/F10 and pRc/CMV2 transfect A549 cell
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